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TUESDAY MORNING, June 3 
8:30 – 10:30 am 
PROTEIN QUANTITATION USING LABELING 
Wells Fargo Theatre 
Chair:  Susan T. Weintraub 
TOA am 08:30 A perspective on protein quantitation and 
quantitative proteomics; Simon J. Gaskell; 
University of Manchester, Manchester, UK
TOA am 08:50 How Reproducible is iTRAQ? Triplicate LC-
MS-MS Analysis of Normal Colon Tissue 
Tryptic Peptides Labeled with iTRAQ; 4-Plex 
Reagents; Leeann Higgins1; Libang Yang1;
Lorraine Anderson 1; Thomas F. McGowan2;
Cavan S. Reilly1; Bruce Witthuhn 2; Glenn R. 
Gourley1; 1University of Minnesota, Minneapolis, 
MN; 2U of Mn St Paul, St Paul, MN
TOA am 09:10 Rapid 18O Labeling for Quantitative 
Proteomics by Microwave-Assisted Enzymatic 
Proteolysis; Miquel Antoine1; Nathan Hagan 2;
Plamen A. Demirev 3; 1JHU-APL, Laurel, MD; 
2Jhu Applied Physics Laborato, Laurel, MD; 
3Johns Hopkins Univ., Laurel, MD
TOA am 09:30 ANIBAL, Stable-Isotope-Based Quantitative 
Proteomics by ANIline and Benzoic Acid 
Labeling of Amino and Carboxylic Groups;
Alexandre Panchaud1; Jenny Hansson2; Michael 
Affolter2; Rachid Bel Rhlid2; Stéphane Piu1;
Philippe Moreillon1; Martin Kussmann2;
1University of Lausanne, Lausanne, Switzerland; 
2Nestle Research Center, Lausanne, Switzerland
TOA am 09:50 Development of Defined SILAC Media 
Conditions to Prevent Arginine to Proline 
Conversion; Chris Hughes; Sean C Bendall; 
Gilles Lajoie; University of Western Ontario, 
London, ON
TOA am 10:10 High Throughput Multiplexed Absolute 
Protein Quantification; Nick J Bond1; Amy E 
Bartlett2; Martin Welch3; Kathryn S Lilley1;
1Cambridge Center for Proteomics, Cambridge, 
UK; 2Waters Corporation, Milford, MA; 
3University of Cambridge, Cambridge, UK
8:30 – 10:30 am 
STRUCTURE AND ENERGETICS OF METAL IONS 
REACTING WITH BIOMOLECULES 
Korbel Ballroom 1 
Chair:  Jennifer Brodbelt 
TOB am 08:30 The Versatility of Mass Spectrometry Applied 
to Metal-Biomolecule Interactions; Richard 
Vachet; University of Massachusetts, Amherst, 
MA
TOB am 08:50 Structure of Metal-Biomolecule Complexes 
Probed by Ion Mobility Methods; Thomas 
Wyttenbach1; Bing Gao 1; Megan Grabenauer 1;
Dengfeng Liu 1; Konstantinos Thalassinos 2;
Michael T. Bowers 1; 1University of California 
Santa Barbara, Santa Barbara, CA; 2University of 
Warwick, Coventry, UK
TOB am 09:10 IRMPD Spectroscopy of Doubly Charged 
Metal Ion/Tryptophan Complexes; Robert C. 
Dunbar1; Nicolas Polfer2; Jeffrey Steill3; Jos 
Oomens3; 1Case Western Reserve Univ, 
Cleveland, OH; 2University of Florida, 
Gainesville, FL; 3Fom Rijnhuizen, Nieuwegein, 
Netherlands
TOB am 09:30 Structures of Hydrated Metalated DNA Bases 
by IRMPD Spectroscopy; Khadijeh Rajabi; 
Elizabeth Gillis; Travis Fridgen; Memorial
University, St. John's, Canada
TOB am 09:50 Infrared Multiphoton Dissociation 
Spectroscopy of Cationized Serine and 
Threonine: Effects of Alkali-Metal Cation Size 
on Gas-Phase Conformation; Mary T. Rodgers1;
Peter B. Armentrout2; Jos Oomens3; Jeffrey D. 
Steill3; 1Wayne State University, Detroit, MI; 
2University of Utah, Salt Lake City, UT; 3Fom
Rijnhuizen, Nieuwegein, Netherlands
TOB am 10:10 Interaction of Lead(II) Ions with 5'-
Mononucleotides: Tandem Mass Spectrometry 
and IRMPD Spectroscopy; Jean-Yves Salpin1;
Thierry Besson2; Joël Lemaire2; Debora Scuderi2;
Sébastien Guillaumont1; Jeanine Tortajada1;
1CNRS - Université d'Evry Val d'Essonne, Evry, 
France; 2CNRS- Université Paris XI, Orsay, 
France
8:30 – 10:30 am 
NOVEL DEVELOPMENTS IN MASS SPECTROMETRY 
INSTRUMENTATION
Korbel Ballroom 2-3 
Chair:  Mark E. Bier 
TOC am 08:30 Application of Superconducting Detectors to 
Ionization Cross Section Measurements of 
Doubly Charged Monoisotopic Diatomic 
Molecules; Shigetomo Shiki1; Masahiro Ukibe1;
Masataka Ohkubo1; Yuki Sato2; Shigeo 
Hayakawa3; Shigeo Tomita2; 1AIST, Research 
inst. of Inst, Tsukuba, JAPAN; 2University of 
Tsukuba, Tsukuba, Japan; 3Osaka Prefecture 
University, Osaka, Japan
TOC am 08:50 Current-Controlled Nanospray for the 
Analysis of Less than Ideal Samples; Alexei 
Gapeev; Aberto Berton; Daniele Fabris; U. 
Maryland Baltimore County, Baltimore, MD
TOC am 09:10 Low Temperature Plasma (LTP) Probe for 
Ambient Desorption Ionization; Jason D. 
Harper1; Nicholas A. Charipar1; Christopher C. 
Mulligan1; Xinrong Zhang2; R. Graham Cooks1;
Zheng Ouyang 1; 1Purdue University, West 
Lafayette, IN; 2Tsinghua University, Beijing, 
China
TOC am 09:30 Reverse-Taylor-Cone Electrospray Ionization 
for Transient Imaging in Solution; Peter Kottke;
Andrei Fedorov; F. Levent Degertekin; Georgia
Institute of Technology, Atlanta, GA
TOC am 09:50 Novel MALDI Ion Trap Mass Spectrometer 
for Large Biomolecule Detection; Chien-Hsun 
Chen; Jung-Lee Lin; Chung-Hsuan Chen; 
Genomics Research Center, Academia Sinica, 
Taipei, Taiwan
TOC am 10:10 Nanostructure-Initiator Mass Spectrometry for 
Metabolomics and Enzyme Activity Profiling;
Trent Northen1; Oscar Yanes1; Jinq-Chyi Lee1;
Linh Hoang1; Anders Nordstrom2; Chi-Huey 
Wong1; Gary Siuzdak1; 1The Scripps Research 
Institute, La Jolla, CA; 2Karolinska Institutet, 
Stockholm, Sweden
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8:30 – 10:30 am 
THE ROLE OF MASS SPECTROMETRY IN THE
PETROLEUM FIELD 
Korbel Ballroom 4 
Chair:  Hilkka Kentämaa 
TOD am 08:30 Petroleomics: Chemistry from the 
Underworld; Ryan P. Rodgers1; Brandie 
Ehrmann2; Priyanka Juyal1; Mmilili Myles 
Mapolelo2; Amy Mckenna2; Jeremiah M. Purcell1;
Tanner M. Schaub1; Alan G. Marshall1; 1Nat'l
High Magnetic Field Laboratory, Tallahassee, 
FL; 2Florida State Univ, Dept of Chemistry and 
Biochem., Tallahassee, FL
TOD am 08:50 Moving towards Accurate Molecular 
Compositions of Petroleum Products using Ion 
Mobility-Mass Spectrometry; Christopher 
Becker; Francisco Alberto Fernandez Lima; 
David H. Russell; Texas A&M University, College 
Station, TX
TOD am 09:10 Analysis of Asphaltenes by Laser-Induced 
Acoustic Desorption/Fourier Transform Ion 
Cyclotron Resonance Mass Spectrometry;
David Pinkston1; Penggao Duan 1; Mingkun Fu 1;
Steven Habicht 1; Hilkka Kenttamaa 2; 1Purdue
University, West Lafayette, IN; 2Chemistry
Department, West Lafayette, IN
TOD am 09:30 Atmospheric-Pressure-Laser-Ionization 
Fourier-Transform Ion Cyclotron Resonance 
Mass Spectrometer (APLI-FT-ICRMS): A 
New Approach to Analyze Non-Volatile 
Components from Complex Crude Oil 
Mixtures; Wolfgang Schrader1; Klaus J. 
Brockmann3; Thorsten Benter3; Saroj Panda2;
1Max-Planck Inst Coal Res., Mülheim / Ruhr, 
Germany; 2Max-Planck-Institute of Coal 
Research, Muelheim, Germany; 3Bergische 
University of Wuppertal, Wuppertal, Germany
TOD am 09:50 Combining Chip-ESI with APLI (cESILI) as a 
Multimode Source for the Analysis of Complex 
Mixtures with Ultrahigh Resolution Mass 
Spectrometry; Philippe Schmitt-Kopplin1;
Matthias Englmann1; Ramon Rossello-Mora3;
Ralf Schiewek2; Klaus Brockmann2; Thorsten 
Benter2; Oliver J Schmitz2; 1Helmholtz Zentrum 
München, Neuherberg, Germany; 2University of 
Wuppertal, Wuppertal, Germany; 3Institut
Mediterrani d’Estudis Avançats, Esporles, Spain
TOD am 10:10 Elemental Mass Spectrometry (ICP MS) 
Detection and μHPLC for Speciation Analysis 
of Metals in Petroleum; Guilhem Caumette1;
Brice Bouyssiere1; Isabelle Merdrignac2; Charles-
Philippe Lienemann2; Ryszard Lobinski1;
1LCABIE, Pau, France; 2IFP, Lyon, France
8:30 – 10:30 am 
DISEASE PROTEIN BIOMARKER DISCOVERY BY  
MASS SPECTROMETRY 
Four Seasons Ballroom 1-2 
Chair:  Thomas P. Conrads 
TOE am 08:30 Progress toward a Biomarker Discovery-to-
Development Pipeline in Clinical Proteomics;
Steven A. Carr; Michael Gillette; Terri Addona; 
Hasmik Keshishian; Michael Burgess; Veronica 
Saenz-Vash; Karl R. Clauser; Eric Kuhn; Broad
Institute, Cambridge, MA
TOE am 08:50 Proteomic Analysis of Lung Tumor Tissue 
Interstitial Fluid for Biomarker Discovery;
Brian L. Hood1; Jennifer N. Sutton 2; Manda J. 
Welsh1; Wanda Brown3; Mary F. Lopez 2; James 
D. Luketich3; William L. Bigbee 1; Thomas P. 
Conrads 1; 1The University of Pittsburgh Cancer 
Institute, Pittsburgh, PA; 2Thermo Fisher 
Scientific, Cambridge, MA; 3The University of 
Pittsburgh, Pittsburgh, PA
TOE am 09:10 Using Proteomic Tools to Identify Markers of 
Fatty Liver Disease; Julie Weisz2; Kathleen 
Grant 2; Hidekazu Tsukamoto1; Christine Wu 2;
1UCLA, Los Angeles, CA; 2University of 
Colorado, Aurora, CO
TOE am 09:30 Processing of Urinary Proteins as Biomarkers 
for Diabetic Complications; Daniela M Schlatzer 
1; George Christ2; Jean-Eudes Dazard1; Rob 
Ewing 1; Sergei Ilchenko 1; Mark Chance 1; 1Case
Western Reserve University, Cleveland, OH; 
2Wake Forest Unversity School of Medicine, 
Winston-Salem, NC
TOE am 09:50 Combining MALDI FTMS, Comparative 
Glycoproteomics, and Bioinformatics for the 
Discovery of Biomarkers in Prion Disease;
Lingjun Li; Xin Wei; Allen Herbst; Sean 
McIlwain; Joshua Schmidt; Robert Cunningham; 
David Page; Judd Aiken; University of Wisconsin, 
Madison, WI
TOE am 10:10 Absolute Protein Quantitation for Biomarker 
Studies in Cancer Cell Lines: Discovery, 
Verification, and Database Compilation; Will 
Thompson1; Scott Geromanos2; Catalin Doneanu 
2; Martha Staples2; Neil Spector1; Wenle Xia1;
Arthur Moseley1; 1Duke University Medical 
Center, Durham, NC; 2Waters Corporation, 
Milford, MA
8:30 – 10:30 am 
IDENTIFICATION OF REACTIVE METABOLITES IN 
DRUG DISCOVERY: SIGNIFICANCE OF MASS 
SPECTROMETRY TOWARDS DETECTION 
Four Seasons Ballroom 3-4 
Chair:  Elizabeth M. Joshi 
TOF am 08:30 High-Throughput Screening and 
Characterization of Reactive Metabolites using 
Polarity Switching of Hybrid Triple 
Quadrupole Linear Ion Trap Mass 
Spectrometry; Bo Wen1; William L Fitch1; Li 
Ma2; Mingshe Zhu2; Sidney D. Nelson3; 1Roche
Palo Alto, Palo Alto, CA; 2Bristol-Myers Squibb, 
Princeton, NJ; 3University of Washington, Seattle, 
WA
TOF am 08:50 UHPLC-MS-MS with On-Line Fraction 
Collection in Glass Coated Plates: Advantages 
for Reactive Metabolite Profiling in the Drug 
Development Process; Simon J. Prosser; Daniel 
Eikel; Advion BioSystems, Ithaca, NY
TOF am 09:10 Generation and Identification of Reactive 
Metabolites and Protein Adducts by 
Electrochemistry Coupled On-Line to Liquid 
Chromatography/Mass Spectrometry; Uwe 
Karst; Wiebke Lohmann; University of Münster, 
Münster, Germany
TOF am 09:30 Detection and Identification of Depurinating 
DNA Adducts by Electrophilic Metabolites of 
p-Cresol and its Related 4-Alkylphenols from 
Prempro; Long Yuan; Judy L. Bolton; Richard B. 
van Breemen; University of Illinois, College of 
Pharmacy, Chicago, IL
TOF am 09:50 Ultra-Sensitive Glutathione Conjugate 
Screening in Biological Samples using Accurate 
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Mass Measurement; Sean Yu; Philip Tiller; 
Donghui (dan) Cui; Thomas A. Baillie; Merck & 
Co., West Point, PA
TOF am 10:10 A Novel Methodology for Screening Reactive 
Metabolites using Isotope Pattern Filtering of 
High Resolution Mass Spectrometry Data; Qian 
Ruan1; Marco Ruijken2; Mingshe Zhu1; 1Bristol-
Myers Squrbb, Princeton, NJ; 2Msmetrix,
Maarssen, Netherlands
8:30 – 10:30 am 
BIOLOGICAL APPLICATIONS OF  
CHEMICAL CROSS LINKING 
Rooms 601-607 
Chair:  Andrea Sinz 
TOG am 08:30 Ionic Cross-Linking Reagents and Multistage 
Tandem Mass Spectrometry for Mapping 
Protein-Protein Interactions; Yali Lu; Marina 
Tanasova; Babak Borhan; Gavin E. Reid;
Michigan State University, East Lansing, MI
TOG am 08:50 Novel Collision-Induced Dissociative Chemical 
Crosslinking Reagents and Methodology to 
Characterize Protein-Protein Interactions 
using Tandem Mass Spectrometry; Erik J. 
Soderblom; Michael B. Goshe; NC State 
University, Raleigh, NC
TOG am 09:10 Novel Subunit Specific Protein Footprinting 
Method Reveals HIV Integrase Contacts with 
Viral DNA; Zhuojun Zhao; Christopher McKee; 
Jacques Kessl; Jocelyn Norris; Nick Shkriabai; 
Mamuka Kvaratskhelia; The Ohio State 
University, Columbus, OH
TOG am 09:30 Profiling Protein-Protein Interactions in vivo
by Cross-Linking and Mass Spectrometry;
Saiful M. Chowdhury1; Liang Shi1; Xiuxia Du1;
Uljana M. Mayer-Cumblidge1; Nikola Tolic1;
Yoon Hyunjin2; Ronald J. Moore1; Norbeck D. 
Angela1; Fred Heffron2; 1Pacific North West 
National Laboratory, Richland, WA; 2Oregon
Health & Science University, Portland, OR
TOG am 09:50 Identification of Cross-Linked Peptides in 
Proteomic-Scale Experiments; Morten 
Rasmussen; Salman Tahir; Zhuo Chen; Juri 
Rappsilber; Wellcome Trust Centre for Cell 
Biology, Edinburgh, UK
TOG am 10:10 Identification of Cross Linked Peptides by an 
“Open-Modification” Search Tool; Pragya 
Singh1; Scott A. Shaffer1; Alexander Scherl1; Ted 
L. Freeman1; Carole Holman1; Richard A. 
Pfuetzner1; Samuel I. Miller1; Patricia Hernandez 
2; Ron D; 1University of Washington, Seattle, WA; 
2Swiss Institute of Bioinformatics, Geneva, 
Switzerland
TUESDAY AFTERNOON 
2:30 – 4:30 pm 
THE ROLE OF MASS SPECTROMETRY IN 
UNDERSTANDING CELLULAR PATHWAYS 
Wells Fargo Theatre 
Chair:  Rong Wang 
TOA pm 02:30 Charting Cellular Pathways and Networks 
using Mass Spectrometry; Lan Huang; 
University of California, Irvine, CA
TOA pm 02:50 Proteomic Insights Into Autophagosomal 
Composition; Joern Dengjel1; Maria Hoyer-
Hansen2; Soeren Schandorff1; Anders Kristensen1;
Jakob Bunkenborg1; Marja Jaattela2; Jens S. 
Andersen1; 1Center of Experimental 
BioInformatics, Odense, Denmark; 2Danisch
Cancer Society, Copenhagen, Denmark
TOA pm 03:10 Protein Profiling of Specific Synapses in 
Specific Cell Types in the Mammalian Brain;
Ileana M. Cristea2; Fekrije Selimi1; Elizabeth 
Heller1; Nathaniel Heintz1; Brian T. Chait1;
1Rockefeller University, New York, NY; 
2Princeton University, Princeton, NJ
TOA pm 03:30 An Integrated Mouse Genetic-Proteomic 
Approach to Uncover and Characterize Novel 
Protein Complexes and Their Involved 
Cellular Pathways in Living Animals; Qingjun 
Wang1; Yun Zhong1; Xianting Li2; Nathaniel 
Heintz1; Zhenyu Yue2; Brian Chait1; 1The 
Rockefeller University, New York, NY; 2Mount
Sinai School of Medicine, New York, NY
TOA pm 03:50 Protein and Phosphorylation Expression at the 
Synapse; Jonathan C. Trinidad1; Agnes 
Thalhammer2; Aenoch J Lynn1; Peter Baker1; Ralf 
Schoepfer2; Alma L Burlingame1; 1University of 
California, San Francisco, San Francisco, CA; 
2University College London, London, UK
TOA pm 04:10 Signaling Pathways Driving the Differentiation 
of Neural Stem Cells; Judit Villen; Nuria de la 
Iglesia; Corey E Bakalarski; Steven Gygi; 
Harvard Medical School, Boston, MA
2:30 – 4:30 pm 
FUNDAMENTALS OF ION/SURFACE INTERACTIONS 
Korbel Ballroom 1 
Chair:  Vicki H. Wysocki 
TOB pm 02:30 Deciphering Protein-Protein Assemblies: Just 
Hitting the Surface; Christopher Jones1; Richard 
Beardsley 2; Asiri Galhena 1; Vicki H. Wysocki 1;
1University of Arizona, Tucson, AZ; 2Hoffman-la
Roche, Nutley, NJ
TOB pm 02:50 Immobilization of a-Helical Peptides on Self-
Assembled Monolayer Surfaces using Soft-
Landing and Reactive Landing of Mass-
Selected Ions; Peng Wang; Julia Laskin; Pacific
Northwest National Laboratory, Richland, WA
TOB pm 03:10 Reactive and Soft Landing of Horseradish 
Peroxidase Cations on in situ Plasma Treated 
Dry Metal Surfaces; Matthew Diener1; Michael 
Volny2; Karl E. Jackson1; W.T. Elam1; Frantisek 
Turecek1; 1University of Washington, Seattle, WA; 
2Purdue University, Lafayette, IN
TOB pm 03:30 Control of Chemical Bond Scission by Site-
Specific Core Excitation of Ester Terminated 
Self-Assembled Monolayer; Shin-ichi Wada; 
Tetsuji Sekitani; Kenichiro Tanaka; Hiroshima
University, Higashi-Hiroshima, Japan
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TOB pm 03:50 Directed Energy Deposition in Laser 
Desorption Ionization from Laser-Induced 
Silicon Microcolumn Arrays; Bennett N 
Walker1; Trust Razunguzwa2; Matthew Powell3;
Richard Knochenmuss4; Akos Vertes 5; 1GWU, 
Washington, DC; 2Protea Biosciemces, 
Morgantown, WV; 3Protea Biosciences, 
Morgantown, WV; 4Novartis, Basel, Switzerland; 
5George Washington University, Washington, DC
TOB pm 04:10 SIMS on Nano-Objects: Evidence of Sample 
Size Dependent Secondary Ion Response;
Veronica T. Pinnick; Sidhartharaja 
Rajagopalachary; Stanislav V. Verkhoturov; 
Emile A. Schweikert; Texas A&M, College 
Station, TX
2:30 – 4:30 pm 
DEVELOPMENTS IN TOF 
Korbel Ballroom 2-3 
Chair:  Michael Karas 
TOC pm 02:30 New MALDI-TOF MS with Very High 
Resolving Power and Mass Accuracy; Marvin 
Vestal1; Kevin Hayden2; 1Virgin Instruments 
Corp., Sudbury, MA; 2Virgin Instruments 
Corporation, Sudbury, MA
TOC pm 02:50 Automated de novo Sequencing of Complex 
Peptide Mixtures by LC-MALDI-
Photodissociation TOF-TOF Mass 
Spectrometry; Liangyi Zhang; William R Alley; 
William Running; James P. Reilly; Indiana
university, Bloomington, IN
TOC pm 03:10 Accessing Collision Energies of up to 500V per 
Charge on a QqTOF Instrument: Structure 
Characterization of Fullerenes and Large 
Peptides; Suzanne Ackloo; Igor Chernushevich; 
Alexandre Loboda; Robert E. Haufler; Bruce 
Thomson; MDS Analytical Technologies, 
Concord, Canada
TOC pm 03:30 Development of a New API-Qq-TOF Mass 
Spectrometer with Ultra-High Mass Resolution 
and Mass Accuracy at High Scan Speed; Oliver 
Raether 1; Melvin A. Park 2; Suetering Juergen1;
Stoermer Carsten1; Sebastian Goetz 1; Markus 
Lubeck 1; Armin Holle 1; Michael Schubert 1;
Carsten Baes; 1Bruker Daltonik GmbH, Bremen, 
Germany; 2Bruker Daltonics, Inc., Billerica, MA
TOC pm 03:50 Effects of Background Gas Type and Pressure 
on the Fragmentation of Laser-Generated Ions 
in an Elevated Pressure MALDI Ion Source;
Jens Soltwisch1; Stefan Berkenkamp2; Klaus 
Dreisewerd1; 1University of Muenster, Muenster, 
Germany; 2Sequenom, Hamburg, Germany
TOC pm 04:10 Nanosecond Time-Resolved Ion Imaging 
System; James Milnes1; Panagiotis 
Kapentanopoulos2; 1Photek Ltd, St Leonards on 
Sea, UK; 2University of Leeds, Leeds, UK
2:30 – 4:30 pm 
PHARMACEUTICAL DRUGS AS  
ENVIRONMENTAL POLLUTANTS 
Korbel Ballroom 4 
Chair:  Edward T. Furlong 
TOD pm 02:30 Pharmaceuticals as Environmental Pollutants: 
Issues Regarding Analysis; Tammy L Jones-
Lepp; U.S. Environmental Protection Agency, Las 
Vegas, NV
TOD pm 02:50 Direct, Trace Level, Environmental Drug 
Residues Analysis by Orbitrap MS; Enrico 
Davoli; Sara Casiglioni; Renzo Bagnati; 
Giancarlo Bianchi; Roberto Fanelli; Mario Negri 
Institute, Milano, Italy
TOD pm 03:10 Identification of New Biodegradation Products 
of Atenolol and Glibenclamide in Sewage 
Sludge by UPLC-QqToF and HPLC-QqLIT;
Damia Barcelo1; Mira Petrovic2; Jelena 
Radjenovic1; 1Ministerio de Ciencia y 
Technologia, Barcelona, Spain; 2Catalan
Institution for Research & Advanced Study, 
Barcelona, Spain
TOD pm 03:30 Illicit Drugs from Wastewaters to Tap Water?: 
An UPLC-MS-MS Study; Maria Huerta; Dra.Mª 
Teresa Galceran; Dr. Francesc Ventura; Aigües de 
Barcelona, University of Barcelona, Barcelona, 
Spain
TOD pm 03:50 Determination of Steroid Hormones in 
Environmental Samples by GC-MS-MS with 
Isotope Dilution; James L. Gray; William T. 
Foreman; Chris E. Lindley; Larry B. Barber; US
Geological Survey, Denver, CO
TOD pm 04:10 Analysis of Emerging Contaminants in 
Drinking Water by On-Line SPE/LC-MS-MS;
Claude Mallet; Waters Corporation, Milford, MA
2:30 – 4:30 pm 
H/D EXCHANGE AND PROTEIN FOLDING 
Four Seasons Ballroom 1-2 
Chair:  Lars Konermann 
TOE pm 02:30 Resolving Protein Folding Mechanisms with 
Mass Spectrometry; Patrick Wintrode; Case
Western Reserve University, Cleveland, OH
TOE pm 02:50 Probing the Conformation and Dynamics of a 
Monoclonal Antibody by Hydrogen-Deuterium 
Exchange Mass Spectrometry; Damian Houde2;
Steven Berkowitz2; Marek Kloczewiak2; Rohin 
Mhatre2; Thomas Wales 1; John R. Engen 1;
1Northeastern University, Boston, MA; 2Biogen
Idec, Inc., Cambridge, MA
TOE pm 03:10 Conformational Dynamics of Hsp90 
Chaperones Measured by Amide Hydrogen 
Exchange Mass Spectrometry; Christian Graf; 
Marta Stankiewicz; Günter Kramer; Matthias P. 
Mayer; Zentrum für Molekulare Biologie der 
Universität He, Heidelberg, Germany
TOE pm 03:30 Conformational Consequences of Covalent 
Modification of Protein Pharmaceuticals 
Under Stress-Like Conditions: ESI MS Study 
of Interferon Beta; Cedric Bobst1; Rinat R. 
Abzalimov1; Damian Houde2; Steven A. 
Berkowitz2; Igor A. Kaltashov1; 1University of 
Massachuset, Amherst, MA; 2Biogen Idec, Inc., 
Cambridge, MA
TOE pm 03:50 Structural Mechanism of HK97 Capsid 
Expansion Monitored by X-Ray 
Crystallography and Hydrogen Deuterium 
Exchange Coupled with Mass Spectrometry;
Ilya Gertsman; Jack Johnson; Scripps Research 
Institute, La Jolla, CA
TOE pm 04:10 Are the Conformational Dynamics of Enzymes 
Enhanced During Catalytic Turnover? A 
Hydrogen/Deuterium Exchange ESI-MS 
Study; Yu-Hong Liu; Lars Konermann; The 
University of Western Ontario, London, Canada
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2:30 – 4:30 pm 
BIOMARKER APPLICATIONS IN THE CLINICAL 
SETTING
Four Seasons Ballroom 3-4 
Chair:  Timothy D. Veenstra 
TOF pm 02:30 Prognostic Significance of Head-and-Neck 
Cancer Biomarkers Previously Discovered and 
Identified Using iTRAQ-Labeling and 
Multidimensional Liquid Chromatography – 
Tandem Mass Spectrometry; Ajay Matta1; Leroi 
Desouza1; Nootan Kumar Shukla2; Siddhartha D. 
Gupta2; Ranju Ralhan1; K W Michael Siu1; 1York 
University, Toronto, Canada; 2All India Institute 
of Medical Sciences, New Delhi, India
TOF pm 02:50 Concurrent Proteomic Profiling of Human 
Tissues and Peripheral Blood Specimens for 
Cancer Biomarker Discovery; DaRue A. 
Prieto1; Donald J. Johann Jr.2; Paul A. Rudnick3;
King C. Chan1; Xiaoying Ye1; Zhen Xiao1;
Stephen E. Stein3; Haleem J. Issaq1; Josip 
Blonder; 1SAIC-Frederick, Inc., Frederick, MD; 
2NIH, Bethesda, MD; 3NIST, Gaithersburg, MD
TOF pm 03:10 Evaluation of Performance Characteristics of 
Peptide Immunoaffinity Enrichment for 
Protein Quantitation using a Panel of 
Candidate Cancer Biomarkers; Jeffrey 
Whiteaker; Lei Zhao; Travis Lorentzen; Amanda 
Paulovich; Fred Hutchinson Cancer Research 
Center, Seattle, WA
TOF pm 03:30 A Lectin Glyco-Array Platform for Biomarker 
Discovery in Colon Cancer; David M. Lubman;
Yinghua Qiu; Kerby Shedden; Tasneem H Patwa; 
Dean Brenner; University of Michigan, Ann 
Arbor, MI
TOF pm 03:50 Breath Analysis as a Method for Breast Cancer 
Detection; Charlene Bayer 1; Sheryl G. Grabram3;
Brani Vidakovic2; Robert J. Hendry1; Boris 
Mizaikoff4; 1Georgia Tech Research Institute, 
Atlanta, GA; 2Georgia Institute of Technology, 
Atlanta, GA; 3Emory University School of 
Medicine, Atlanta, GA; 4University of Ulm, Ulm, 
Germany
TOF pm 04:10 Identification and Validation of a Tamoxifen 
Therapy-Response Protein Profile in Breast 
Cancer by nanoLC-FTICR MS; Arzu Umar1;
Hyuk Kang2; Robert-Jan Lamers3; Marion E 
Meijer-van Gelder3; A. Mieke Timmermans1;
Theo M Luider3; John A Foekens1; Ljiljana Pasa-
Tolic4; 1Josephine Nefkens Institute, Medical 
Oncology, Rotterdam, Netherlands; 2Ajou
University, Suwon, Korea; 3Erasmusmc,
Rotterdam, Netherlands; 4Pacific Nw Nat'l Lab, 
Richland, WA
2:30 – 4:30 pm 
ADVANCES IN THE CHARACTERIZATION OF 
GLYCOPROTEINS
Rooms 601-607 
Chair:  Douglas M. Sheeley 
TOG pm 02:30 IDAWG: in vivo Isotopic Labeling of Glycans 
for Comparative Glycomics/Glycoproteomics;
Ron Orlando; Lei Cheng; Gerardo Alvarez-
Manilla; James A Atwood III; Kelley Moremen; 
Michael Pierce; Michael Tiemeyer; Stephen 
Dalton; Lance Wells; University of Georgia, 
Athens, GA
TOG pm 02:50 Tags with a Unique Isotopic Signature for 
Glycoprotein Identification and Quantitation 
by Mass Spectrometry; Brian P. Smart1; Michael 
S. Boyce1; Austin A. Pitcher1; Carolyn R. 
Bertozzi2; Anthony Iavarone 2; 1UC Berkeley, 
Berkeley, CA; 2Uc Berkeley/qb3 Institute, 
Berkeley, CA
TOG pm 03:10 Integrated Methodology for Proteomics 
Analysis of Glycoproteins; Christine Carapito;
Lukas Mueller; Clementine Klemm; Ruedi 
Aebersold; Bruno Domon; Institute of Molecular 
Systems Biology, Zurich, Switzerland
TOG pm 03:30 Dynamic Anaylsis of Protein N-glycosylations 
in Complex Samples using Liquid 
Chromatography Tandem Mass Spectrometry;
Yin Wu; Haixu Tang; Yehia Mechref; Iveta 
Klouckova; Milos Novotny; Indiana University, 
Bloomington, IN
TOG pm 03:50 Differential Analysis of Influenza 
Hemagglutinin Glycosylation by LC-MS-MS;
Thomas A. Blake; Tracie L. Williams; James L. 
Pirkle; John R. Barr; Centers for Disease Control 
and Prevention, Atlanta, GA
TOG pm 04:10 Mining the Plasma Glycoproteome for 
Epithelial Ovarian Cancer Biomarker 
Discovery; Taufika Islam Williams1; William A. 
Cliby2; Kimberly R. Kalli2; David C. Muddiman 
1; 1North Carolina State University, Raleigh, NC; 
2Department of Obstetrics & Gynecology, Mayo 
Clinic, Rochester, MN
4:45 – 5:30 pm 
AWARD LECTURE 
Wells Fargo Theatre 
4:45 pm Receipient of the Biemann Medal 
WEDNESDAY MORNING, June 4 
8:30 – 10:30 am 
NEW APPROACHES TO METABOLOMICS 
Wells Fargo Theatre 
Chair:  Gary Siuzdak 
WOA am 08:30 Structural Annotation of Small Molecules by 
Mass Spectral Libraries, Substructure 
Information and Accurate Mass GC-MS Data;
Tobias Kind; Gert Wohlgemuth; Yun Lu; Mine 
Palazoglu; Martin Scholz; Oliver Fiehn; UC
Davis - Metabolomics, Davis, CA
WOA am 08:50 Spatially Resolved and Integrated 
Transcriptomics, Proteomics, and 
Metabolomics of Medicago Border Cells; Lloyd 
W. Sumner1; Bonnie S. Watson1; Ewa 
Urbanczyk-Wochniak1; David V. Huhman1; Cesar 
M. Moreira2; 1The Noble Foundation, Ardmore, 
OK; 2University of Florida, Gainesville, FL
WOA am 09:10 mzROCK: Automating Analysis of Targeted 
Metabolomics Data; Eugene Melamud; Joshua 
D. Rabinowitz; Princeton University, Princeton, 
NJ
WOA am 09:30 Neurometabolomics a cell at a time; Jonathan 
Sweedler; Theodore E. Lapainis; Stanislav 
Rubakhin; University of Illinois, Urbana, IL
WOA am 09:50 A High Throughput and Exhaustive Analysis 
of Diverse Lipids by using Supercritical Fluid 
Chromatography - Mass Spectrometry for 
Metabolomics; Takeshi Bamba; Atsuki 
Matsubara; Kazumasa Hirata; Eiichiro Fukusaki; 
Osaka University, Suita, Japan
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WOA am 10:10 Novel Global, Non-Targeted Metabolomics 
Platform Utilizing UPLC and MS-MS Spectral 
Library Matching for Rapid Compound 
Identification; Anne Evans; Tom Barrett; 
Matthew W. Mitchell; Michael V. Milburn; Eric 
Milgram; Metabolon, Inc., Durham, NC
8:30 – 10:30 am 
FUNDAMENTALS AND APPLICATIONS OF ION 
ACTIVATION:  ALTERNATIVES TO CID 
Korbel Ballroom 1 
Chair:  Karinna Campbell 
WOB am 08:30 Intercluster Chemistry of Cationic Betaine 
Clusters Upon Collision Induced Dissociation 
and Electron Induced Dissociation; Linda 
Feketeová; George N. Khairallah; Richard A. J. 
O'hair; Bio21 Institute, The University of 
Melbourne, Victoria, Australia
WOB am 08:50 Peptide Fragmentation Induced by Low 
Temperature Plasma Activated Surface; Yu 
Xia; Zheng Ouyang; R. Graham Cooks; Purdue
Univeristy, West Lafayette, IN
WOB am 09:10 [60]Fullerene Complexes and Fullerene 
Reversible Hydrogenation Studies in the Gas 
Phase; Jean-Francois Greisch1; Edwin De Pauw 2;
1University of Liège, Liège, Belgium; 2Liege 
University, Liege, BELGIUM
WOB am 09:30 Kinetics of Surface-Induced Dissociation (SID) 
of N(CH3) 4+, N(CD3) 4+, and Substituted 
Benzyl-Pyridinium Ions using Silicon 
Nanoparticle Assisted Laser 
Desorption/Ionization (SPALDI); Sung Hwan 
Yoon1; Chaminda M. Gamage 2; Kent Gillig 3;
Vicki H. Wysocki 1; 1University of Arizona, 
Tucson, AZ; 2Masstech, Inc., Columbia, MD; 
3Texas A&M University, College Station, TX
WOB am 09:50 Characterization of ECD of Multiply Charged 
Proteolytic Peptides from Lys N, Lys C and 
Glu-C Digestion; Anastasia Kalli; Kristina 
Hakansson; University of Michigan, Ann Arbor, 
MI
WOB am 10:10 Enhancement of Photodissociation in a 
Quadrupole Ion Trap by Selective 
Derivatization Strategies; Jennifer Brodbelt; Jeff 
Wilson; Lisa A Vasicek; The University of Texas, 
Austin, TX
8:30 – 10:30 am 
NEW DEVELOPMENTS IN
HYBRID MS-MS INSTRUMENTS 
Korbel Ballroom 2-3 
Chair:  Christie G. Enke 
WOC am 08:30 Partsper-Billion Mass Accuracy for Proteomic 
Studies: Toward Zero Mass Error with 
Broadband FT-ICR MS Analysis; Jeremiah 
Tipton; Tanner M. Schaub; Chris Hendrickson; 
Alan G. Marshall; National High Magnetic Field 
Laboratory, Tallahassee, FL
WOC am 08:50 Electron Capture Dissociation in a Radio 
Frequency Ion Trap versus a Fourier 
Transform Ion Cyclotron Resonance Mass 
Spectrometer; Jared M. Bushey1; Takashi Baba2;
Gary L. Glish1; 1University of North Carolina, 
Chapel Hill, NC; 2University of North Carolina 
and Hitachi, Ltd., Tokyo, Japan
WOC am 09:10 MALDI Produced Ions Inspected with a 
Linear Ion Trap - Orbitrap Mass Analyzer;
Kerstin Strupat1; Huy Bui2; Viatcheslav V. 
Kovtoun2; Rosa Viner2; Maria C. Prieto 
Conaway2; Nick Izgarian2; Oliver Lange1; George 
Stafford2; Ste; 1Thermo Fisher Scientific (Bremen) 
GmbH, Bremen, Germany; 2Thermo Fisher 
Scientific, San Jose, CA
WOC am 09:30 Decision Tree-Driven Tandem Mass 
Spectrometry for Shotgun Proteomics; Danielle 
L Swaney; Graeme Mcalister; Joshua J. Coon; 
Univerisity of Wisconsin, Madison, WI
WOC am 09:50 Using Dynamic Ejection of High Abundance 
Ions to Enhance the Dynamic Range of LTQ-
FT Proteomics Measurements; Errol Robinson;
Mikhail Belov; Andrei Liyu; David Prior; Richard 
D. Smith; PNNL / Battelle Northwest, Richland, 
WA
WOC am 10:10 Alignment and Combination of LC-MS and 
LC-MS-MS Datasets in Bottom-Up 
Proteomics; Magnus Palmblad; Yuri E van der 
Burgt; André M Deelder; Leiden University 
Medical Center, Leiden, Netherlands
8:30 – 10:30 am 
IMAGING OF POLYMERS/MATERIALS AND SURFACES 
Korbel Ballroom 4 
Chair:  Mark Arnould 
WOD am 08:30 Imaging Samples via Molecular Printing; Fiona 
Plows; Mariana Rusa; Vanitha Thulasiraman; 
Steven Gu; Steve Roth; Bio-Rad Laboratories, 
Inc., Fremont, CA
WOD am 08:50 Bringing Imaging Mass Spectrometry from 
Biology to Synthetics; Leendert A. Klerk1;
Patricia Y.W. Dankers2; Gert B. Eijkel1; Ron 
M.A. Heeren 1; 1FOM Inst. for Atomic and 
Molecular Physics AMOLF, Amsterdam, 
Netherlands; 2University Medical Center 
Groningen, Groningen, Netherlands
WOD am 09:10 PDMS Transfer in Microcontact Printing as a 
Contrast Agent for TOF-SIMS Imaging; Li 
Yang1; Naoto Shirahata2; Matthew Linford1;
1Brigham Young University, Provo, UT; 2National
Institute for Materials Science, Tsukuba, Japan
WOD am 09:30 Construction of Complex Two- and Three-
Dimensional Molecular Devices: Combined 
Time-of-Flight Secondary Ion Mass 
Spectrometry and Electron Microscopy 
Studies; Chuanzhen Zhou; Brian Reale; Peng Lu; 
Amy V. Walker; Washington University in St. 
Louis, St. Louis, MO
WOD am 09:50 Human Fingerprint Imaging by Direct Laser 
Desorption Mass Spectrometry; Andrew B. 
Feldman; Nathan Hagan; Jeffrey S. Lin; Plamen 
A. Demirev; Johns Hopkins Univ., Laurel, MD
WOD am 10:10 Functional Nanomaterial Arrays for Imaging 
LDI-MS of Biomolecules and Pharmaceuticals;
Edward T Castellana; Stacy Sherrod; David H. 
Russell; Texas A&M University, College Station, 
TX
8:30 – 10:30 am 
LC-MS TECHNIQUES FOR DISCOVERING BIOMARKERS 
OF TOXICITY AND EFFICACY 
Four Seasons Ballroom 1-2 
Chair:  Amanda Paulovich 
WOE am 08:30 Discovery and Translation of Biomarkers for 
Early Clinical Development Studies; Scott D. 
Patterson; Amgen Inc., Thousand Oaks, CA
WOE am 08:50 Proteomics:  From Basic Research to the 
Clinic; Ronald Hendrickson; Merck Research 
Laboratories, Rahway, NJ
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WOE am 09:10 Protein Damage by Reactive Electrophiles and 
its Consequences; Jeremy S Myers; Hansen L. 
Wong; Simona G. Codreanu; Chris R. Orton; 
Daniel C. Liebler; Vanderbilt Univ. School of 
Medicine, Nashville, TN
WOE am 09:30 Targeted and Robust Analysis of the Plasma 
Metabolome using Automated Sample 
Preparation and Fast Fia-Ms Detection;
Wolfgang Guggenbichler; Carmen Burgmeier; 
Bernd Haas; Steven Ramsay; Klaus M. 
Weinberger; Sascha Dammeier; Biocrates Life 
Sciences AG, Innsbruck, Austria
WOE am 09:50 A Novel UPLC-MS Approach for the 
Investigation of Galactosamine-Mediated Liver 
Damage through Specific Serum Bile Acid 
Changes; Elizabeth J Want1; Muireann Coen1;
Michael Reily2; Donald Robertson2; John 
Lindon1; Elaine Holmes1; Jeremy Nicholson1;
1imperial College, London , UK; 2Bristol-Myers
Squibb, Princeton, NJ
WOE am 10:10 Monitoring Changes in Drug-to-Antibody 
Ratio Distributions of Antibody Drug 
Conjugates in vivo by Affinity Mass 
Spectrometry; Keyang Xu; Luna Liu; Ola M. 
Saad; Ben Shen; Douglas Leipold; Kelly Flagella; 
Surinder Kaur; Genentech, Inc., South San 
Francisco, CA
8:30 – 10:30 am 
PROTEIN GAS PHASE STRUCTURE 
Four Seasons Ballroom 3-4 
Chair:  Yury Tsybin 
WOF am 08:30 From Solution to Gas Phase:  How Protein 
Structure Evolves after Desolvation; Kathrin 
Breuker1; Michal Z. Steinberg2; R. Benny 
Gerber2; Fred W. McLafferty 3; 1University of 
Innsbruck, Innsbruck, Austria; 2Hebrew
University, Jerusalem, Israel; 3Cornell University, 
Ithaca, NY
WOF am 08:50 Gas Phase Protein Structure:  Biological 
Significance and Comparision with X-Ray and 
NMR Measurements; James Scrivens;
Konstantinos Thalassinos; Charlotte Scarff; 
Gillian Hilton; Vibhuti Patel; University of 
Warwick, Coventry, UK
WOF am 09:10 Structural and Functional Analysis of Viral 
Protein Complexes by Native Mass 
Spectrometry; Esther Van Duijn; Charlotte 
Uetrecht; Arjan Barendregt; Kristina Lorenzen; 
Albert Heck; Utrecht University, Utrecht, 
Netherlands
WOF am 09:30 Fluorescence Quenching Mechanism of Dye-
Derivatized Peptides: Experiment and 
Simulation; Joel H Parks; Xiangguo Shi; 
Rowland Institute at Harvard, Cambridge, MA
WOF am 09:50 Amino Acid Nature Role in Electron 
Capture/Transfer Dissociation of Peptides: 
Primary versus Secondary Structure Effects;
Hisham Ben Hamidane; Aleksey Vorobyev; 
Adrian Schmid; Yury Tsybin; Ecole
Polytechnique Federale de Lausanne, Lausanne, 
Switzerland
WOF am 10:10 Gas Phase Small Angle X-Ray Scattering from 
Trapped Ions; Bryan J. Mccullough1; Andrew 
Entwistle2; Steve G. Buffey3; Francesco Brancia 2;
S. Samar Hasnain3; Ikuo Konishi 2; J. Guenter 
Grossmann3; Simon J. Gaskell 1; 1The University 
of Manchester, Manchester, UK; 2Shimadzu
Research Laboratory Ltd, Manchester, United 
Kingdom; 3STFC Daresbury Laboratory, 
Warrington, United Kingdom
8:30 – 10:30 am 
APPLICATIONS OF ION MOBILITY SPECTROMETRY 
Rooms 601-607 
Chair:  Erin Baker 
WOG am 08:30 Overtone Mobility Spectrometry; David E. 
Clemmer; Indiana University, Bloomington, IN
WOG am 08:50 Profiling Histone Modifications in Response to 
HDAC Inhibitors using FAIMS on an Orbitrap 
Mass Spectrometer; Julian Saba; Paul Drogaris; 
Christelle Pomies; Eric Bonneil; Pierre Thibault; 
University Of Montreal, Montreal, Canada
WOG am 09:10 Aggregation in Amyloid Systems: The Amylin 
Peptide in Diabetes Type II using IMS-MS 
Methods; Michael T. Bowers; Nicholas Dupuis; 
University of California, Santa Barbara, CA
WOG am 09:30 High-Throughput Proteomics Platform Based 
on Ion Mobility Time-of-Flight Mass 
Spectrometry; Mikhail Belov; Brian Clowers; 
Prior David; William Danielson; Daniel Orton; 
Eric Livesay; Brianne O. Petritis; Richard Smith; 
Pacific Northwest National Laboratory, Richland, 
WA
WOG am 09:50 Coulombic Denaturing of Gas Phase Proteins 
Electrosprayed from Neutral Aqueous 
Solutions Studied by IMS (DMA) MS; Juan 
Fernandez de la Mora; Yale University - 
Mechanical Engineering Department, New 
Haven, CT
WOG am 10:10 Role of Charge State on Protein Conformation 
and Protein Complexes Probed by Ion Mobility 
and Mass Spectrometry; Catherine Kaddis; 
Sheng Yin; Eric Pang; Shirley Lomeli; Rachel O. 
Loo; Joseph A. Loo; UCLA, Los Angeles, CA
WEDNESDAY AFTERNOON 
2:30 – 4:30 pm 
CHARACTERIZATION OF MEMBRANE PROTEINS 
Wells Fargo Theatre 
Chair:  Kevin L. Schey 
WOA pm 02:30 Post-Translational Modifications in 
Transmembrane Domains of Integral 
Membrane Proteins Resolved by Top-Down 
Fourier-Transform Mass Spectrometry; Julian 
Whitelegge; Christopher M. Ryan; Sara Bassilian; 
Puneet Souda; Kym F. Faull; University of 
California LA, Los Angeles, CA
WOA pm 02:50 Identification of Posttranslationally Modified 
Membrane Proteins in HEK293 Cells; Thomas 
Borrmann1; Anke Schiedel2; Ruihua Fang1;
Christa Müller2; Sonja Hess1; 1Caltech, Pasadena, 
CA; 2University of Bonn, Bonn, Germany
WOA pm 03:10 Proteomic Pipeline for the Topology of Integral 
Membrane Proteins: the Leucine and 
Dopamine Transporters; Adele Blackler1;
Christine Wu 2; 1University of Colorado HS, 
Aurora, CO; 2University of Colorado, Aurora, CO
WOA pm 03:30 Global Topology Analysis of Pancreatic 
Zymogen Granule Membrane Proteins;
Xuequn Chen; Peter Ulintz; Eric Simon; john 
Williams; Philip Andrews; The University of 
Michigan, Ann Arbor, MI
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WOA pm 03:50 Automated Analysis of Complex Protein 
Mixtures using Online Digestion Prior to μLC-
MS-MS; Edward J. Hsieh; Michael J. Maccoss; 
University of Washington, Seattle, WA
WOA pm 04:10 Maximizing Protein Identification Efficiency in 
2D-LC ESI QTOF MS-MS for Large Scale 
Membrane Proteome Analysis; Nan Wang;
Liang Li; Department of Chemistry, University of 
Alberta, Edmonton, Alberta, Canada
2:30 – 4:30 pm 
UNDERSTANDING PEPTIDE FRAGMENTATION: 
THEORY AND EXPERIMENT 
Korbel Ballroom 1 
Chair:  Michael J. Van Stipdonk 
WOB pm 02:30 Peptide Ion Fragmentation Mechanisms: an 
Overview; Bela Paizs; DKFZ, Heidelberg, 
Heidelberg, Germany
WOB pm 02:50 Surface Induced Dissociation of Peptide 
Radical Anions; Zhibo Yang1; Corey Lam2; Ivan 
K. Chu 2; Julia Laskin1; 1Pacific Northwest 
National Laboratory, Richland, WA; 2University
of Hong Kong, Hong Kong
WOB pm 03:10 Probing H Atom Transfer and Fragmentation 
of a Model Peptide using a Tandem Mass 
Spectrometry and Density Functional Theory 
Calculations; Sam P Molesworth; Idia Tukonboh; 
Christopher Leavitt; Erach Talaty; Michael J. Van 
Stipdonk; Wichita State University, Wichita, KS
WOB pm 03:30 Peptide Fragmentation Modeling from Low 
Energy CID Data through the Use of an 
Iterative Database Search; Hui Wei1; Martha D. 
Stapels1; Jeffrey C. Silva2; 1Waters Corporation, 
Beverly, MA; 2Cell Signaling Technology, 
Danvers, MA
WOB pm 03:50 The effect of Phosphorylation on the Electron 
Capture Dissociation of Peptide Ions; Andrew 
Creese; Helen Cooper; University of Birmingham, 
Birmingham, UK
WOB pm 04:10 To B or not to B: Unique Fragmentation 
Chemistry of ȕ-Alanine and its Peptides;
Adrian Lam; Sri H Ramarathinam; Anthony W 
Purcell; Richard A.J. O'Hair; Bio21 Institute, 
University of Melbourne, Melbourne, Australia
2:30 – 4:30 pm 
DEVELOPMENTS AND APPLICATION OF APPI 
Korbel Ballroom 2-3 
Chair:  Thorsten Benter 
WOC pm 02:30 Atmospheric Pressure Photoionization (APPI) 
for LC-MS: State-of-the-Art and Future 
Prospects; Damon Robb; Michael W. Blades; 
University of British Columbia, Vancouver, 
Canada
WOC pm 02:50 Unique High-Sensitivity Approach to 
Quantitatively Resolving Steroids in Plasma;
Sheng-Suan (Victor) Cai1; Karl A. Hanold1; Jack 
A. Syage1; Michael P. Balogh 2; John Van 
Antwerp 2; 1Syagen Technology, Inc., Tustin, CA; 
2Waters Corporation, Milford, MA
WOC pm 03:10 Photoionization at Atmospheric Pressure: 
Interaction Between UV Radiation with a 
Spray of Biomolecules; Aïcha Bagag1; Alexandre 
Giuliani2; Olivier Laprévote1; 1Laboratoire de 
spectrométrie de masse, ICSN-CNRS, Yvette, 
France; 2Disco Beamline, Soleil Synchrotron, 
Yvette, France
WOC pm 03:30 Trace Level Analysis of Nitroaromatics and 
Nitroamines by Liquid 
Chromatography/Negative Ion Atmospheric 
Pressure Photoionization Mass Spectrometry 
(LC-NI-APPI-MS); Liguo Song; John Bartmess; 
Amber Wellman; Huifang Yao; University of 
Tennessee, Knoxville, TN
WOC pm 03:50 Single Drop Laser Ionization (SDLI) 
Combined with Ultrahigh Resolution Mass 
Spectrometry (ICR-FT/MS); Philippe Schmitt-
Kopplin1; Klaus Brockmann2; Oliver J Schmitz2;
Matthias Englmann1; Istvan Gebefuegi1;
1Helmholtz Zentrum München, Neuherberg, 
Germany; 2University of Wuppertal, Wuppertal, 
Germany
WOC pm 04:10 CE-MS Through APPI: Achieving Mixed-
Mode Ionization on a Single-Mode Source; Paul 
Hommerson1; Amjad M. Khan2; Gerhardus J. de 
Jong1; Govert W. Somsen1; 1Utrecht University, 
Utrecht, Netherlands; 2AstraZeneca, 
Macclesfield, UK
2:30 – 4:30 pm 
MASS SPECTROMETRY IN BIODEFENSE 
Korbel Ballroom 4 
Chair:  Plamen A. Demirev 
WOD pm 02:30 Detection, Differentiation, Quantification and 
Subtyping of Botulinum Neurotoxins with 
Mass Spectrometry; John R Barr1; Suzanne R 
Kalb1; Hercules Moura1; David M Schieltz1;
Adrian R Woolfitt1; James L Pirkle1; James D 
Marks2; 1Centers for Disease Control and 
Prevention, Atlanta, GA; 2UCSF, San Francisco, 
CA
WOD pm 02:50 Intact Protein Liquid Chromatography Mass 
Spectrometry for Bacteria Strain 
Differentiation and Bacterial Toxin Detection;
John H. Callahan; Denis Andrzejewski; Rebecca 
Bell; Eric Brown; Steve Musser; FDA/CFSAN,
College Park, MD
WOD pm 03:10 Top Down Analysis of Biological Threat 
Agents using DESI and ETD Mass 
Spectrometry; Jonathan L. Bundy1; Maureen K. 
Bunger1; James Stephenson1; Susanne Hering2;
Benjamin Cargile1; 1Research Triangle Institute, 
RTP, NC; 2Aerosol Dynamics, Berkeley, CA
WOD pm 03:30 Atmospheric Pressure MALDI-MS-MS Based 
High Throughput Automated Multiplexed 
Assay System for Rapid Detection and 
Identification of Bioagents; Appavu K. 
Sundaram; Seshu K. Gudlavalleti; Berk Oktem; 
Jane Razumovskaya; Chaminda M. Gamage; 
Robert M. Serino; Vladimir M. Doroshenko; 
Science & Engineering Services, Inc., Columbia, 
MD
WOD pm 03:50 A Metaproteomic Approach for Phylogenetic 
Classification of Bacterial Mixtures using LC-
MS-MS Analysis of Tryptic Peptides and 
SEQUEST Outputs; Jacek P. Dworzanski1;
Samir V. Deshpande2; Rabih E. Jabbour1; Mary 
M. Wade3; Alan W. Zulich 3; Charles H. Wick3;
1SAIC, Aberdeen Proving Ground, MD; 2Science
and Technology Corporation, Edgewood, MD; 
3U.S. Army Edgewood Chemical Biological 
Center, Aberdeen Proving Ground, MD
WOD pm 04:10 Simultaneous Detection and Characterization 
of Multiple Bacterial and Viral Bioweapons 
Agents in a Multiplexed PCR Assay with High 
Throughput ESI-MS; Lawrence B. Blyn; Ranga 
Sampath; Rachael Meltion; Robert Lovari; 
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Thomas A. Hall; Feng Li; Cristina Ivy; Javier 
Fernandez; Heather Matthews; Kristin A. Sannes-
Lowery; Jared Drader; James C. Hannis; Lendell 
L. Cummins; Mark Eshoo; David J. Ecker; S; Ibis
Biosciences, Inc., Carlsbad, CA
2:30 – 4:30 pm 
LIPID ANALYSIS BY MASS SPECTROMETRY 
Four Seasons Ballroom 1-2 
Chair:  Thomas J. Brenna 
WOE pm 02:30 Systems Biology Approach for Molecular 
Characterization of the Saccharomyces 
cerevisiae Lipidome; Christer Ejsing1; Julio 
Sampaio1; Robin Klemm1; Eva Duchoslav2;
Vineeth Surendranath1; Kai Simons1; Andrej 
Shevchenko 1; 1Max Planck Institute of Molecular 
Cell Biology and, Dresden, Germany; 2MDS
Sciex, Concord, Canada
WOE pm 02:50 Lipidome Profiling with Ion Mobility 
Spectrometry-Mass Spectrometry; Sarah 
Trimpin; Bo Tan; Brian C. Bohrer; Sam I. 
Merenbloom; David E. Clemmer; J. Michael 
Walker; Indiana University, Bloomington, IN
WOE pm 03:10 Modulation of Glycolipidomics of NS11 
Glioblastoma Stem Cells after Induced 
Differentiation; Huan He1; Mark R. Emmett2;
Carol Nilsson3; Alan G. Marshall2; Roger A. 
Kroes5; Joseph R. Moskal5; Howard Colman4;
Charles A. Conrad4; 1Dept. of Chem. and 
Biochem., Florida State Univ., Tallahassee, FL; 
2Ion Cyclotron Resonance Prog, Tallahassee, FL; 
3Pfizer, Inc., San Diego, CA; 4M.D. Anderson 
Cancer Center, Houston, TX; 5The Falk Ctr
WOE pm 03:30 A Novel and Flexible LC-MS-MS-Based 
Enzymatic Assay to Analyze Activity and 
Substrate Preference of Lysophospholipid 
Acyltransferases; Miguel A. Gijon1; Simona 
Zarini1; Wayne R. Riekhof2; Dennis R. Voelker2;
Robert C. Murphy1; 1University of Colorado 
Denver, Aurora, CO; 2National Jewish Medical 
and Research Center, Denver, CO
WOE pm 03:50 Formation of Oxidized Bioactive Lipids During 
Carcinogen Activation by Human Lung Cells;
Stacy Gelhaus 1; Ian A. Blair 2; 1University of 
Pennsylvania, Philadelphia, PA; 2Univ. of 
Pennsylvania Center for Cancer, Philadelphia, 
PA
WOE pm 04:10 Imaging Mass Spectrometry of 
Electrophoretically Separated Membrane 
Bound Species; Stacy D. Sherrod; Arnaldo Diaz; 
Hudson Pace; Paul S. Cremer; David H. Russell; 
Texas A&M University, College Station, TX
2:30 – 4:30 pm 
METABOLITES AND DEGRADATION PRODUCTS OF 
ENVIRONMENTAL CONTAMINANTS 
Four Seasons Ballroom 3-4 
Chair:  Damià Barceló 
WOF pm 02:30 Environmental Contaminants That Degrade in 
the Environment: Do They Really Disappear?
Susan Richardson; US EPA, Athens, GA
WOF pm 02:50 Investiations of the Metabolism of Fluorinated 
Alkysulfonates Utilizing Different LC-MS-MS 
Methods; Thomas P. Knepper1; Manuela 
Peschka1; Tobias Frömel1; Wolfgang Hierse2;
1University of Applied Sciences Fresenius, 
Idstein,, Idstein, Germany; 2Merck KGaA, 
Darmstadt, Germany
WOF pm 03:10 Analysis of Pesticides and their Metabolites in 
Environmental Samples by Liquid 
Chromatography Coupled to Time-of-Flight 
Mass Spectrometry; Imma Ferrer; Michael 
Thurman; University of Colorado, Boulder, CO
WOF pm 03:30 Accurate Mass Databases for Comprehensive 
Screening of Pesticide Residues in food by LC-
TOFMS; Juan F Garcia-Reyes1; Octavio Malato2;
Milagros Mezcua2; Antonio Molina-Diaz1;
Amadeo R Fernandez-Alba2; 1University of Jaen, 
Jaen, Spain; 2University of Almeria, Almeria, 
Spain
WOF pm 03:50 Analysis of Polar Organic Compounds in 
Surface Waters Collected Near Lead-Zinc 
Mine and Milling Operations by Electrospray 
Ionization/Mass Spectrometry; Colleen E. 
Rostad1; Christopher J. Schmitt2; John G. 
Schumacher3; Thomas J. Leiker4; 1USGS, WRD, 
NRP, Lakewood, CO; 2US Geological Survey, 
BRD, Columbia, MO; 3US Geological Survey, 
WRD, Rolla , MO; 4USGS, WRD, NWQL, MRDP, 
Lakewood, CO
WOF pm 04:10 Identification of PBDE 47, 99, and 153 
Metabolites from Human Liver Microsomes by 
Gas Chromatography Mass Spectrometry;
Sara J. Lupton1; Barbara McGarrigle1; James 
Olson1; Troy D. Wood 2; Diana Aga 1; 1University
At Buffalo, Buffalo, NY; 2University At 
Buffalo/Nanogenesys. Inc., Buffalo, NY
2:30 – 4:30 pm 
IMAGING MASS SPECTROMETRY FOR SMALL 
MOLECULE APPLICATIONS 
Rooms 601-607 
Chair:  Michelle Reyzer 
WOG pm 02:30 Imaging Mass Spectrometry for the 
Investigation of Individual Small Molecule 
Tissue Distributions; Sheerin Khatib-Shahidi;
Cornelis Hop; Patrick J. Rudewicz; Genentech,
Inc., South San Francisco, CA
WOG pm 02:50 Strategies for Small Molecule Imaging by 
MALDI-MSI; Malcolm Clench1; Mike Burrell 2;
Paul J Trim 1; Caroline Earnshaw 1; Simona 
Francese1; Tasneem Muharib 1; David M. G. 
Anderson 1; Sally Atkinson 1; 1Sheffield Hallam 
University, Sheffield, UK; 2University of Sheffield, 
Sheffield, United Kingdom
WOG pm 03:10 Imaging Drugs and Metabolites in Tissue using 
Fourier Transform Mass Spectrometry; Dale S. 
Cornett; Sara L. Frappier; Richard M. Caprioli; 
Vanderbilt University, Nashville, TN
WOG pm 03:30 Imaging Mass Spectroscopy of Mouse Lung 
Following Ozone Exposure; Kyle Johnson;
Joseph A. Hankin; Robert C. Murphy; University
of Colorado-Denver, Aurora, CO
WOG pm 03:50 Two- and Three-Dimensional Molecular 
Imaging of Live Tissues by Infrared Laser 
Ablation Electrospray Ionization Mass 
Spectrometry; Peter Nemes; Yue Li; Alexis A. 
Barton; Akos Vertes; George Washington 
University, Washington, DC
WOG pm 04:10 UV-LDI-o-TOF MS Imaging of Hydrocarbons 
from Single, Intact Fruit Flies; Joanne Yew1;
Klaus Dreisewerd 2; Stefan Berkenkamp3; Edward 
Kravitz1; 1Harvard Medical School, Boston, MA; 
2University of Muenster, Muenster, Germany; 
3Sequenom GmbH, Hamburg, Germany 
